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[#E) B 50 AR e B i (HRZ) =BT 45 8% 24/36 B e Ak 4= K 1 7 (TGF)-B1 siRNA 443k
JIg A XA A BCG IR 2 A9 N WS 20 il 7 Ag8SA I TGF-B1 FiRAIR I . 7% RN B 78 A B 40 i vk THP-1
7 AL RS WEAN B, 43N 4 41, 25 AL o BR Al I A0 B s 5 A AL A N ELE AT IE 5 R A (bacillus  calmette—
guerin, BCG) LA 1:5 1 HL B 3L 55 3% 3h, il 4 BCG UL 11 I 40 i 455 30, X BEA1 R BCG I B W41 il 5 HRZ
SR A% 2GR R T A 35 s SCAR A1 O BCG B Y H B AN 5 = FOR RV B ) HRZ = B DU 45 % 25/ TGF~
B1 siRNA 44K 8 {4 (C1 41 35mg/ml,C2 41} 40mg/ml,C3 414 50mg/ml)F35 5% . K H RT-PCR ;i 45 41
NFEWEA A Ag85A & TGF-B1 #) mRNA ik i , Western—blot 77 %Kl Ag85A M TGF-B1 i %k,
LR 57 UM, B U] Ag85A Al TGF-B1 1Y mRNA J 5 1 & %A W B 18 (P<0.05) ; % fR 41 Ag85A
i) mRNA K25 (18 Al TGF-B1 1 mRNA 7K 7 54 AU 2410 AH L B 5 R 78 (P<0.05) ; S50 41 3 A A R e B (C1 41,
C2 4 .C3 41 )HRZ —HRBLZ5 % 25/TGF-B1 siRNA Z1K 15 F iR 4L ¥R )5 , Ag85A Hl TGF-B1 1Y mRNA K4 [ 581k
et 5 0 TR 4 R IR 2 A LU HE— 25 TR I (P<0.05) , Bt 45 40 2K JIg o 4 ik B2 1) B 00, Ag85 A Fl TGF-B1 mRNA K1
TR RAWPE FHBEE,CL 45 C3 M Ag85A mRNA K& [ FILE2ERBA LI %58 L (P<0.05);C1 45
C2 41 .C3 ZAH L TGF-B1 mRNA iR i 3Rk 25 A Giil 22 X (P<0.05) ;C2 415 C3 itk Ag85A mRNA
I TGF-B1 A XA H 22 5 A G142 X (P<0.05), 418 HRZ —IKPLL5 % Z5/TCF-B1 siRNA 44 K JIF 5 74 Xt
RSN BCG /&Y 9 N B I 20 i HL AT W S8 A4 4 Ag85A JE [N Rk /S TGF-B1 LN UL ERAE M .

[SRSBAR ] S HEUE 5 R4 7 5 s TR G 5 = MR B0 205 4% 24 /36 B B AR ZE K TR 7B 1 siRINA 40K I 5 4% 5 5 I 400 i s it
S5 % 5 ¥0 1) KL PR TR
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[Abstract] Objectives: To investigate the effects of isoniazid/rifampicin/pyrazinamide (HRZ) triple anti-
tuberculosis/epidermal transforming growth factor (TGF)-B1 siRNA nanoliposomes on the expression of Ag85A
and TGF-B1 in human macrophages in vitro. Methods: The human mononuclear cell strain THP-1 was
induced to differentiate into macrophages in vitro. The experiment was divided into 4 groups. The blank

group was cultured as macrophage alone. In the model group, macrophage and bacillus calmette—guerin(BCG)
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In the control
In the
siRNA

were cocultured at the ratio of 1:5 for 4h to prepare a BCG-infected macrophage model.
group, BCG-infected macrophages and HRZ triple antituberculosis nanoliposomes were cocultured.
experimental group,  BCG —infected macrophages and HRZ triple anti —tuberculosis drug/TGF —1
nanoliposome(C1 35mg/ml, C2 40mg/ml, and C3 50mg/ml) were cococultured. The mRNA expression levels of
Ag85A and TGF-B1 in human macrophages were detected by RT-PCR. The protein expression levels of
Ag85A and TGF-B1 were detected by western—blot method. RT-PCR and western—blot results

showed that the mRNA and protein levels of Ag85A and TGF-B1 were significantly up-regulated in the

Results:
model group (BCG-infected macrophage model) compared with the blank group (macrophage culture alone)(P<
0.05). The mRNA and protein expressions of Ag85A and TGF-B1 in the control group(cocultured with BCG—
infected macrophages and HRZ triple anti—tuberculosis nano-liposomes) were significantly down -regulated
compared with the model group(P<0.05); Compared with the model group and the control group, the mRNAs
and protein expressions of Ag85A and TGF-B1 treated with HRZ triple antituberculosis drugs/TGF-B1 siRNA
nanoliposomes in three different concentrations(C1 group, C2 group and C3 group) in the experimental group
40mg/ml,
the expressions of TGF-B1 mRNA and protein decreased significantly (the difference between Cl
P<0.05). The self—developed

HRZ triple anti—tuberculosis drug/TGF-1 siRNA nano-liposome has obvious down-regulation of Ag85A gene

was further down-regulated (P<0.05).
50mg/ml),

group and C2 group and C3 group was statistically significant,

With the increase of nano—liposome concentration (35mg/ml,

Conclusions:

expression and TGF-B1 gene silencing.

[Key words] Isoniazid/rifampicin/pyrazinamide(HRZ); Triple antituberculosis drug/transforming growth factor—g1

siRNA nanoliposomes; Macrophage; Antituberculosis; Targeted gene silencing
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S5 4% 2 W 45 % 23 BUFE T (mycobacterium
tuberculosis , MTB ) /&4 5| 2 1 7 4= BR 75 [l P Jak oy
NI RG22 — Horh B 8B R
Wi AL G N8 29 L 45 B R AR 3%~5%" 2,
i5 it A A R R A B 3590, ELE S R R R
el RS, MTB AN 24 5, &l
DLTE B W 20 M A TR R ok OF b AT BE0E W 5E 2 W)
106 4 2 ML ST MTB JE e i) 55 — B Bl 2k, —
J5 R A SRt MTB AEH, 55— J7 i X2
MTB i B A PN 3 il v R SR e 1) 32 283 B, B W 4
Jitl 5 MTB B9 AH BAT FH XTS5 80 & A= TR Jé 7= A
BRI A PR A F 0 2l b e 1 S R
S| Nk R P (isoniazid/rifampicin/pyrazinamide
HRZ) =WRHUSE % 25/35 B2 % AL B K P 7 (trans-
forming growth factor, TGF)—-B1 siRNA 44K I§ it
T JEX AT T ORAR (R R B AR 2 e WL
(P EBHIE ALK R R 3R ) s E— 2D RIESE T %
40K i BT AR N B W A A A A A A AL
i, X2 G KR R Y 2 A PR AT T IT A (b
ReEAITRE FFRR) . AU — S EHIHEN
KN B A A b BCG R B N I 20 v
Ag85A [ TGF-B1 Fikwyszm, LI i KFRE &
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MEPTEAERE ST, D A BURT DU AE A% 25 1) B 5 S e
Heh

1 #R57RE
L1 GRS A

SYBR"Premix Ex Taq (Takara,RR820A, H
SYBR green ¥ X ) ,PrimeScript™ RT reagent Kit
with gDNA FEraser (Takara, RRO47A , B} 386 %% 5% 4
&) ,RNAiso Plus(Takara,9108, Rl Trizol) ,ECL
& IGUW (Thermo) ,BCA ¥ J& I 5 1257 & (4%
SRAY A K, HEE -3-BE AR I U (GAPDH ) 5
Stepone plus % 65 & PCR (ABI),PCR 1% (ABI,
Veriti) ,Nano drop 2000 (Thermo fisher),SDS —
PAGE HL 3k ¥ (Bio—Rad) , 12 7 4% X (Bio-Rad) ,
Tanon5200 k.27 & Ye K il 2 48 (Tanon) ,
1.2 gif s R K v e

NG R 3110k PN o R o S RS
% (human acute monocytic leukemia cell line,
THP-1) W4 A R B L i 40 i A 9 2 0F 52 e
HMLE , RAIE 10%8 400 (FCS,GIBCO) i
RPMI (3% 37 4 - 1A 52 42 25 F 55 BT, Roswell  Park
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Memorial Institute) 1640 535K (GIBCO)1E 37°C .
5%CO, 51 T 5535 20 f 34 58 & 2x 10%/L B,
A 100ng/ml B 3 B 12— W 555 R BE 13- £ 2 PR
(Phorbol 12 —myristate 13 —acetate, PMA) /5 3
A8, fii 2 Wik B R Ay 5 W 40 B, FH i IR % o 5 v T
(phosphate buffer saline,PBS) £ 2 ¥, # 5%
FeHE B3R 3h I TG gk,
1.3 il % KA (bacillus calmette guerin, BCG)
TR Y 5 I 41 i A 7Y

BCG I WE 4N i 5:1 09 Ho il fin A 8% 55 Sk 4t
K37 3h Jm, RBREFREL H PBS ¥k 5 KA, A
BFRFEIEH B3R . LIS & I3 A9 35 FE vk v B 97
A LA 2 3 40 B0 1) A 0% 5 s 2 B A W I A BT, AE
FREF I EE A R BRFLAR P R SR, I 0.5%
Triton X—100 % i 41 A, K 20 B B i ff A PBS
8 1:100 R, BUAH P& T 538 AR B 97 2 Uk
DR RE A D VR B 50 0 A P 3 R B SR L 1
BT 37°CH R R AR 20d 5 3% B A,
BCG 5 F Wi 4t g L 35 55 | RIAE 16 1 5 0 200 v
T BCG, Uil BCG /B w41 it 2 ) 2y 9
14 LA

SEHAY RS A AL %o A 2H R S B 4H DY
21 75 FL AL R Bl O A i s 5 R R 2 S G A
15 BCG Lk 1:5 () b il 2L 85 5% 3h, il % BCG gk
Yuiy B A AR A BRES SR PBS UE 5 Ik
J&, AR SR L IE H B 3% 24h J5 E4T JR 2k RT-
PCR F1 Western—blot #:{ , X} BB 41 Ky BCG /BYL
H 40 M0 5 HRZ =BT 45 4% 25 98 K g A (54
WE 7.2mg . FI4EF 10.9mg KAt BERE 1.8mg {3
T 50mg Gk g TR ) e E 3%, SLE 4l BCG &
Y O 40 5 HRZ = B Pt 45 #% 25/TGF —B1
siRNA 242K ig it /4 2k 85 5% HRZ =Wk 4s i 24/
TGF-B1 siRNA #K AR5y 3 Ak B, C1 41
4 35mg/ml, C2 214 40mg/ml, C3 214 50mg/ml
1.5 FEWEdnfrf Ag85A K TGF-B1 A mRNA
F8 Az 0

K RT-PCR Jikiif72s (14, REmid] xf
MO % S0 41 B W 40 i Ae85A K TGF -B1
mRNA kKR, K4 RNA £ B0 71
Trizol #EAE T A4 B WEAN & RNA, Sl A 50ul
DEPC 7K ¥ i, #2811l 724X Nano drop il
RNA 210 B R B, e 83t 5 S 3 570 & 1 I -3
(takara, RRO47) #1708 5% 55 52 46 0 98 | 2 & PCR

R4 SYBR green Ui B 51T ECH], & & PCR X
N TS PE 95.0°C 10min; 28 P 95.0C 15s, 38 k
FEfH 60.0°C 1min, 40 PIEFR ; 7 ik 2k (95°48 P
J& N 60.0°CTF R 2 A5 5 R4, B3 I 0.3°CR
- ES, —HRES 95.0C), UL GAPDH K
N2 Ag85A M TGF-B1 mRNA HXF 2 ik /K F i
it 284 3T PCR 519 B A T A48 )
G, BT AIEER 1, BAFEAREREL 3 ks
o,
1.6 FWEANM s Ag85A J TGF-B1 3L K (1) & A
FEIR A

K Western—blot Jr ik #4725 H4H BRI |
Xof HRZH Ko 52 56 4 EC W 40 D Ag85A M TGF-B1 4
HZRIBACER R, il 4 240 B g g S e,
BCA 3210 26 1 ¥ 5 —80°C AR A7, i34 45 4l B R
P v i g L LR R — 3K, 10% 1 ot LB R
(sodium dodecylsulfate ,SDS )5 N ¥ ik Ji ¢ ¢ e
ELHL UK J3 2 T R SOK B 1 A% B)) PVDE
JI55 | 59 i JIg 5 53 B 14 2h, TBST PEAR 3 &, Bk
Smin;4°CHE E —Prad %, TBST VeI 4 Wk, Ak
Smin; & —H0,37°CHEIK 1h, TBST YEE 4 &, &
W Smin; fb2E &6 B, WY E 5 ; B R X
AT EMG AL PR, SR A Quantity—one 3K 4431 H )
iy 1) RBEUEE E (I0D) M, AN 2 B-actin 1E R
S, BAFEARERE S 3 A,
1.7 SEile#orir

K SPSS 15.0 Ge it , Bt 35 B+ 45 Ui
2 (aks ) 2N, Z A B LU 3R FH B 0 22 00 #
P<0.05 HZERA G E XL,

2 BR

THP-1 s& B IF 40, in A PMA 755 48h )=,
AN 5 R AN A, R AT 25 R N UL E
s 201 L 0 R | SRR S 2T L B 1 S Es 14 100
fi5 BB N PMA 5 S THP-1 41 i 434k Al 5 W 41

®1 PCRi3I#F3
Table 1 Primer sequences used for RT-PCR

51917 %] /Primer sequences

Ae85A iEm Sense  5'-CTTCAGCAGAGTGAAGACTTTCT-3'
g JZIa] Anti-sense  5'-GCAACCCAGGTAACCCTTAAA-3'

TGF-B1 1E [ Sense 5'-GTCCTGGTGGAATGGGTTATAC-3'
J2 17 Anti-sense  5'-GTTGAGTGTTCTTTGGCTTGAC-3'

GAPDH 1E [ Sense 5'-GGTGTGAACCATGAGAAGTATGA-3"
J2 17 Anti-sense  5'-GAGTCCTTCCACGATACCAAAG-3'
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JifL G (R ) s AT RAE BCG B |, 4l i e
BA AR AR O 4 2 AR B s 2 0 (A
2), 3 AL BCG Y E W 4N i 20d 19 40 7
FVEE, BCG BRUL Y F G40 e in A HRZ — k4L
LER AR IR AR JS |, 40 M E 25 0 W AR 1k 40 i
JEABEHL A BCG REAS /)N, 20t 5 P JB0RL I,
/(P 4);BCG BEYL il F k4R i fin A HRZ = BEdT
45K 25 /TGF-B1 siRNA 44K ) A 5, 410 Jifd fipk £

WD A AR R A e B SR AE T (D S)

4 ] MEAN M Ag85A Al TGF-B1 mRNA #
KRGS R LR 2, Ag85A Fil TGF-B1 2K 13K ik 45
W2 MK 6, BRIA] XA C1 4 C245%
FIZLAA L, Ag85A mRNA FIZE (R A A ¥
PE EFH(P<0.05),C3 4 5% HA M2 5 53T
R (P>0.05); IR SR LIAE L, Ag85A
mRNA FIE I R A 5 A W3 T FE(P<0.05);C1

B 1 z5H4 PMA %S THP-1 408 73 1k i 0 40 i (x
100) 2 BCG J& Y 14 1 40 i 1 (x100) , P o e L 40
M SRR A AR B3 B BCG B F
00 20d M TE Bl 4 HRZ =BEHiZS 2590k IR
JEARAE B9 BCG 24 B 10 41 Al (x100) , B e BT U 41 i )%

AEPE N AN BORL > B 5 HRZ =HRBi45
Z/ITGF-B1 siRNA 2K 5T (R 45 il 19 BCG /& e s 4 i
(x100) , [&] v Jir U 40 Ff0 fik R 920, 40 A2 ], A 6 2 582 4
T

Figure 1 PMA induces differentiation of THP-1 cells into

macrophages(x100)  Figure 2 BCG-infected macrophage

(x100) , cell morphology is larger than before infection Figure 3 Bacterial colony map of BCG infected macrophages for

20 days Figure 4 BCG-infected macrophages and HRZ triple anti—tuberculosis drugs nano-liposomes(x100), the morphol-

ogy of the cells is slightly smaller, and the cytoplasm is reduced Figure 5 BCG-infected macrophages and HRZ triple

anti—tuberculosis drugs/TGF-B1 siRNA nano-liposomes(x100), cellular antenna are reduced, the cells become round, and

some have drifted to death
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F2 4AEEMAHR Ag85A 1 TGF-B1 mRNA MEHK KX (ws ,n=3)
Table 2 Expression of Ag85A and TGF-B1 mRNA and proteins in BCG-infected macrophages
mRNAs fH Proteins
Ag85A TGF-B1 Ag85A TGF-B1

%5 141 Blank group 1.0000+0.0476 1.0000+0.0408 0.5485+0.0048 0.5859+0.0149
IR ZH Model group 1.7505+0.0707% 1.8359+0.0326" 0.9781+0.0118% 1.0645+0.0186%
X HEZH Control group 1.4095+0.0297%2 1.3152+0.0500" 0.7632+0.0499"2 0.9261+0.0094"
SEEG AL Test group

C1(35mg/ml) 1.2995+0.0195%2% 1.0149+0.07372% 0.6689+0.0119%2% 0.5419+0.0067%%

C2(40mg/ml) 1.2407+0.063512% 0.8869+0.0620123® 0.5995+0.00652% 0.3774+0.0256125®

C3(50mg/ml) 1.0629+0.0543230% 0.7957+0.060623® 0.5408+0.00302%% 0.269 1+0.0201V2249

D5 % AL P<0.05; Q5B LA P<0.05;3) 54 HRAL LR P<0.05;@5 C1 4L P<0.05;:0)5 C2 411L% P<0.05
Note : DCompared with blank group, P<0.05; @Compared with model group, P<0.05; 3)Compared with control group, P<0.05; @Compared

with C1 group, P<0.05; ®Compared with G2 group, P<0.05

iffaia
TGF-B1 T‘

AgESA

B-actin ——— ———

B 6 BCGEUFIEANM Ag85A TGF-B1 i H E AL
Figure 6 Expression of Ag85A and TGF-B1 protein in
BCG-infected macrophages

C2.C3 415 1R 2 Fn ) BEZH AH E , Ag85A mRNA
AR A RIB YA B E TR (P<0.05), ki &
YK AR BE B3I, Ag85A mRNA FIZE [ &
Aik— 2 FHEHC3 45 C1L 4141 [, Ag85A
mRNA FIEE AR R ZFARITEE L (P<
0.05), 1M C245 C1 At 22 7RG iT2# 8 X
(P>0.05);C3 415 C2 414 Lt ,Ag85A mRNA 7k
A P22 F (P<0.05) , 1 Ag85A #E H ik i
TGt 2 5 (P>0.05)

FERIZH XFHEZL C2 4H .C3 4 525 4L,
TGF-B1 mRNA FlE H &k & WA W &M% EIt
(P<0.05),Cl 5= A M 2 7 g it 8 L
(P>0.05); X R4 S5RIAA A, TGF-B1 mRNA
K22 7 A Ge it 2 L (P<0.05), 1 TGF-B1
FRB |G #2225 (P>0.05);C1.C2.C34 5
FE5 R 26 0 %F BR 2H A He , TGF-B1 mRNA F1ZE (H %
KR IA B E TR (P<0.05), HirhFili 35 49 K i i

R A3 I, TGF-B1 mRNA FlIZE [ A ik —
B REBEHC2.C3 45 C1 4 M, TGF-B1
mRNA FIEE 1R A 4 5B3E TR (P<0.05);C3
HY5 C2 ML, TCF-Bl HARKIEWABET
F% (P<0.05) , 117 TGF-B1 mRNA 7K TG & 3 7% 2
5(P>0.05),

3 itig

MTB Dk E W5 40 i A 1 32 240 B 5 | ke 45 40 | %
SRR EZELLT M T R E N L TGR-B1
FEEHERAEWWER, EREIH T 48018 &
N7, SCREH G AN i 2k 76, T R 5 A e % R
g — AN g ] K10, TGF-B1 1] fES: 5 45 4% 1
KA, 0 H A AT BE SR IT RO AR A &, Toossi
Fa M, S A O AN B DR T R A A
AT i L5y, BT figd& TGF-B1 43 i it &
F B O i AR A W B TGF-B1 8 1 nl A ik
MTB 78 E Wi 4 s 2B K 5 %, T ERENS
MTB 7 | & 1 20 8L 43 R 2F 4 Ak A7 56

SEAZ PR ZE b 2 MTB JEe 5 10 41 it (1 i 759
FRAE B K Z5 R R I 2548, R et ) 25 % 1 1R 2F
Ji 2 40 ) A MBS AR AR, R N R Y
MTB {7 T A5 R ZE b | b TARIROIR S, Y
5 RPN T B S5 A% R Rk R A H
Jo SR 0 R AR T A R ST S SR A CE
SRR TGF-B1 78 25 7% TR I % 1 1 05 48 it v s
Fik i B A SR AR T A5 AT B BT B, AR e
¥ TGF-B1 M FRIRFRAL, [FIREE G ZRPras %2
Py, R F MTB 35 B o A 588 &R A RNA T
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Pe(RNAD AR UUER TGF-B1 FERAY £k,

RNAi i R B EEPIGIF P E AR Z —,
i S ASMNE A SUEE RNA B0 T4 53R
mRNA J7 41 [5] I (4 BUEE siRNA, 78 40 Jfd 9 4
RNAi 00, 5 PR 2L mRNA Jf D8RR
IR, AT LA e 80 R e b BEL DRI 4% Py ] 050 R PR 3R 5k
IR AL R () mRNA, R 26 (1 2k 2 5
Faro-m - AHIEFE A A 2 5 T N AR K i SCRE I
55 B WF 5T AT A DA X6 35 A 45 4% 265 1 E 9 1) R il
HAB T T LARE B a0 & Sk . R4
TS bt R Tt fie = Al DR 5 FH 0 285 4% 245 ' 1) 400 oK Bdoks
(HRZ =HRHU 45 % 25 94 K R B4 ) (b B % I o
BB FR) , AT 0205 f R S e e ) |
WasR e £ B YUY e A PUR AR S5 D AR
FH, BERELESS M IR 2 IR B S B BE R TG -
Bl ML, KRH siRNA AR5 HRZ = BRPi 4%
YRR AR SS & A T HRZ =R BT 45 #%
Z5/TGF-B1 siRNA ZKAR TR, 4 HRZ =40
45K 25 ITGF-B1 siRNA 442K i 5 4 B 5 105 400 il
HF W5, TGF-B1 siRNA 5 # 3 [ mRNA 454,
FEE VA TCF-B1 & A 4w b, #15f
22 MTB 9 25 8% Pk TR 2 b v 20 (4[] B 34 470 285 %
YIHITRL

AHIF 5 1A BATE B T 44 1 HRZ — B 45 4%
Z5/TGF-B1 siRNA 44K Jig i 14 S filh 1 947 T kL
7 AL EERFIEASE MWL, KM HRZ =54t
SEA% 25 PHES TR AR | Zeta FL AV {H 28.13+2.4mV,
SR R ST B itk W Bt e £ 35 553 51 90%
88% 37%; ZHAIGHIHAR (DLS) K it i di
(TEM) /R, HRZ =IRGTL45#% 25/TGF-B1 siRNA
YRR IR R BT, K/NS], Kl 152.69+
59.4Tnm ((H EER G 5097 e i) e & 3R ) o BFFE A
BA 3 — 2 #E 4T T HRZ = BX it 45 #% 25 /TGF -B1
SIRNA 0K g 746 A 05 200 Jfd 1k 471 240 b 25 1
HALHIBESE MTT 25 5 BoR | % HRZ —HEHu s
B Z5/TGF-B1 siRNA 44K 5 J5 4 ik i 435 o, 40 ffd
HABH e J1B M R AW HRZ = BRPLZ5 1% 2/
TGF-B1 siRNA 24K g i i ity 4 i 88 14k 1 ek
2 9% ,HRZ =KL Z54% 25/TGF-B1 siRNA 44K fig
Jo A K I 5 200 L L AT — T 4 B B (v U
4 7 )Rk ), [WEE % HRZ = BRPLE5#
Z5/TGF -B1 siRNA 44 K Jig 5T 1K > %5 i ok B2
(IC50) A 4 37.47Tmg/ml, H % +E 35mg/ml Fl 40mg/

ml P40 K ORE AT J5 S 5250 I x4 M AR T
MG 201 J6 J) 40 1) 245 SR s, L W A n A HRZ — ¢
P25 # 25/TGF-B1 siRNA 44K g i /& )5 ,HRZ =
BT 45 1% 25 /TGF—B1 siRNA 44 K JE J5 14 310 461 41
MLE] G2 19, B0 G119 .S 140 i b A5l 20, G2 i 4
Jio b 3 &2, W] HRZ = BXPi 45 4% 25/ TGF-B1
siRNA 94 K Jiig 5 4% 52 e 1 152 W 240 L 1) 24 i ) 491
IR A0 A B A 2R T G2 W AN oA R
N, EWELNH I A HRZ —BX BT 45 #% 25 /TGF-B1
sIRNA 44K g T4 24h 540708 1~ 40 it 1 i S99 9 1~
20 i 11 LA 2R 5 3 o, FEBA M T 4E HRZ — KB 2
B2 /TGF-B1 siRNA 44 K fig it {4175 5 B Wit 41 Jig
BETERON AR T —EMEH]; B ARSI R B,
HRZ = BEHT %5 4% 25/TGF-B1 siRNA 44K JI§ i 1K
Ab 3 U 200 L L LA 0 K R R Y AR
Horfr 40mg/ml 2 N H WK 5 15 B AR 45 58 i A 1
VG, eV R AR TR RE MR AR 0RL, R ]
HRZ = 4045 4% 25/TGF-B1 siRNA 44K i i 74
A5G [ v T R — s A AR R T (P
FEE G 5T 2BV F R R) .

Ag85A J& MTB & L) —Fh s3I & (1, 73 F
200 35kD, B SR ROV TR R 5 A% Il 0 05 Pk L 7
MTB 2 Jifd BE (¥ A= 4 & 1ok 7 oh & 35 8 J 2 4
FHU2 . Osada—Oka Z519% B, Ag85A 7 i 3 1 Fl 5
F P 245 A% 05 A8 3 1) I e i KT B I o T IR R
N, T BRIH 25 8% 09 12 Wi SO 86.7%
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